Supplementary Table 6. Genbank accession numbers for haplotypes from different data sets.
All individuals with unique combinations of mycobiont and photobiont haplotypes are listed.
Hyphens indicate that we were unable to obtain the particular sequence for that individual.
Abbreviations in individual names indicate their places of origin, as follows: Ant—
Antarctica, Chi—Chile, Fal—Falkland Islands, Ice—Iceland, Sva—Svalbard, Spa—Spain,
Tur—Turkey and Kaz—Kazakhstan.
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Supplementary Table 7. Tajima’s D test and p-value for all markers used in this study.
Significant p-values are marked in boldface.

Gene Tajima’s D p-value

ITS mycobiont -1,18341 P>0.10
mtLSU -1,62574 0.10>P>0.05
GPD 2,55695 P <0.05

ITS photobiont -0,47268 P>0.10

Actin 0,89490 P>0.10
COX2 0,35644 P>0.10




Supplementary Table 8. Comparison of diversity indices of the ITS marker for the different
populations of Cetraria aculeata with the two-sided t-test. Numbers above the blank diagonal

indicate results for the photobiont, numbers below the blank diagonal are results for the

mycobiont.Values in boldface indicate significant differences after Bonferroni correction.

Ant- Ant- Ant- Chile Falkland | Kazakh- Spain Turkey | Icela
arcticl | arctic2 | arctic3 stan

Antarctic 1 0.0074 0.3507 0.7415 0.0638 0.1251 0.0185 0.4885 0.3!
Antarctic 2 <0.0001 0.0002 0.0187 | <0.0001 | 0.4641 | <0.0001 | 0.0048 0.2
Antarctic 3 <0.0001 1.000 0.8003 0.1702 0.0193 0.0569 0.9306 0.1(
Chile <0.0001 | <0.0001 | <0.0001 0.2664 0.1302 0.1494 0.7908 0.2
Falkland <0.0001 | <0.0001 | <0.0001 0.1460 0.0057 0.7599 0.3591 0.0:
Kazakhstan 1.0000 <0.0001 | <0.0001 | <0.0001 0.0253 0.0014 0.0601 0.6!
Spain <0.0001 | <0.0001 | <0.0001 | 0.0003 0.5688 0.1563 0.2060 0.0
Turkey <0.0001 | 1.0000 1.0000 | <0.0001 | 0.0002 0.2619 0.0186 0.1
Iceland 1 <0.0001 | <0.0001 | <0.0001 | <0.0001 | 0.0598 | <0.0001 | 0.0304 | <0.0001
Iceland 8 <0.0001 | <0.0001 | <0.0001 | <0.0001 | 0.0183 | <0.0001 | 0.0130 | <0.0001 | 0.4
Svalbard 1 <0.0001 | <0.0001 | <0.0001 | <0.0001 0.1807 0.0002 0.0827 <0.0001 0.4
Svalbard 4 <0.0001 | <0.0001 | <0.0001 | <0.0001 0.0140 0.0001 0.0091 <0.0001 0.4.




