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Supplementary Table S4. Distribution of phylotypes of isolated bacteria. The first number in the
columns represents data from pre-incubating the cells on filters, while the second number
represents data from direct plating.

Phylum Snov:é 2 phylsur:EW' Snow:
Order/family/genus Freshwater bottom middle top
Proteobacteria
Alpha Sphingomonas 1.3 -0 12 -0 211 - 0 47.8 - nd®
Alpha Unclass. 0-0 0-0 0-33 0- nd
Sphingomonadaceae
Beta Herminiimonas 35-0 0-0 0-0 0-nd
Beta Janthinobacter 44 -564 1|12 - 183 0-33 0-nd
Beta Variovorax 1.3 -0 0-0 0-0 0 - nd
Beta Unclass. 0-0 59 -0 08 -0 0-nd
Oxalobacteriaceae
Beta Duganella 0-0 12 -0 08 -0 10.9 - nd
Beta Unclass. 0-0 0-0 6.3 -0 348 - nd
Bradyrhizobiaceae
Beta Massilia 0-0 0-0 08 -0 0- nd
Beta Unclass. 0-0 0-0 0-0 2.2 - nd
Burkholderiaceae
Beta Unclass. 0-0 0-0 0-0 2.2 - nd
Burkholderiales
Gamma Pseudomonas 88.9 - 90.6 - 69.5 - 6.7 0- nd
40.0 66.2
Gamma Psychrobacter 0- 36 0 - 127 0 -33 2.2 - nd
Gamma Unclass. 04-0 0-0 0-0 0-nd
Pseudomonadaceae
Actinobacteria
Actino Salinibacter 0-0 0-0 88.9 -0 0-nd
Actino Kineococcus 0-0 0-0 111 - 71.0 0-nd
Actino Rhodococcus 0-0 0-0 0-0 100 - nd
Actino Arthrobacter 0-0 0 -100 0 -29.0 0-nd
Actino Unclass. 0 - 66.7 0-0 0-0 0-nd
Micrococcaceae
Actino Unclass. 0 - 333 0-0 0-0 0-nd
Microbacteriaceae
Bacteroidetes
Flavo Flavobacterium 91.7 - 0 0-0 0-0 0-nd
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Sphingo Dyadobacter 42 -0 0 -100 0-0 0-nd
Sphingo Mucilaginibacter 0-0 0-0 100 - 100 100 - nd
Sphingo Pedobacter 42 -0 0-0 0-0 0-nd
Firmicutes

Bacilli Bacillus 100 - 0 0-0 0-0 0 - nd

% nd means no data available.




