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Supplementary Fig. S1. Map of the study area in the western Arctic Ocean. The yellow
circle represents the location of the sampling station. Background contours represent
average sea ice concentration observed by AMSR2 during the RV Mirai cruise MR13-
06.
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Supplementary Fig. S2. The full 18S rDNA phylogeny of marine alveolate groups I and II inferred by maximum likelihood analysis in 1Q-
tree version 2. The tree is based on an alignment of 231 taxa and 1581 unambiguously aligned characters. Sequences generated in the
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